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Refine "

CrystalStructure  Rigaku Windows
CrystalStructure
Crysta Structure
Open project "cytidine"
" Evduae Daa", Solve"”, Modd ",
and " Report "

" Evaluate Data " OK

OK
Summery
" Solve” SIR92 SIR88

Default SIR88

"Modd " Name Name item

Name item



" Refine " Fourier Fourier

5.1
" Refine " Least squares Least squares refinement menu
Default OK

Mode: Refine  Numberof cycles 5 Weights: Unit Refineon F

Refinement results
R1, R 15
Refinement results  sum of aquares of ratios  Maximum shift/error O

5.2
"Modd" -Refine attributes refinement menu
All non-hydrogen Xyz aniso OK
5.1 Refinement results  sum of aquares of ratios  Maximum shift / error 0
riding model
1.2
6.1
"Refine" Fourier —» Fourier Fourier menu
Fourer type: Difference OK
Modd - Name
6.2
"Modd" -Add hydrogens menu
6.3 riding model [0 0 [0 [J
"Modd" -Refine attributes refinement menu
All hydrogen riding OK
Add hydrogens riding

5.1 Refinement results  sum of aquares of ratios Maximum shift/error 0



Least squares refinement menu [ Default
Weights sigma
L east squares refinement menu O Default Refine on F2

Refinement results  Goodness of fit 1

" Report " Table Table menu

OK

Utilities Hydrpgen bond table

Report Structure report menu OK
OK

CIF Crystallographic InformatiorFile

0 CIF
CIF Write CIF menu OK
ORTEPL
ORTEP
CIF "ortep3 for windows"
. cytidine  ORTEP
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